VSP homologies (Fig.l) 
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Figure 2 

PROPOSED VSPP METHION1NE-ENRICHED VARIANTS 
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Fig. 3A 

Hydropathy index computation for sequence VSPB. 


Total number of amino acids is: 218. 



Hydropathic index of VSPB from amino acid 1 to amino acid 218. 
Computed using an interval of 9 amino acids. (GRftW - -4.95). 


Fig. 3B 

Hydropathy index computation for sequ nee VSPM10 

Total number of amino acids is: 218. 
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Hydropathic index of USPMi from amino acid 1 to amino acid 218. 
Computed using an interval of 9 amino acids. (GRftW - -5.52). 


Fig. 3C 

Hydropathy index computation for sequence VSPM20. 

Total number of amino acids is: 218. 
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Hydropathic index of VSPN26 from amino acid 1 to amino acid 218. 
Computed using an interval of 9 amino acids. (CBftUtf - -5.68). 


Fig. 3D 


Hydr pathy ind x computation for sequence VSPM30 . 


Total number of amino acids is: 218, 
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Hydropathic index of VSPM38 from amino acid 1 to amino acid 218. 
Computed using an interval of 9 amino acids. (GRftU¥ - -5.31). 


Figure 4 
VSPP-metlO sequence 

SfiZ 

GGCCCAGCCGGCCAGATCTTCGGAGATGAAATGCGCTAGCTTTAGGCTTGCTGTGGAAGC 
CCGGGTCGGCCGGTCTAGAAGC CTCTACTTTACGCGATCGAAATC CGAACGACACCTTCG 

ACACAACATGCGAGCCTTTAAAACCATTCCTGAAGAGTGCATGGT^ACCAACAAAGGACTA 
TGTGTTGTACGCTCGGAAATTTTGGTAAGGACTTCTCACGTACCTTGGTTGTTTCCTGAT 

CATGAATGGCGAACAATTTCGAATGGACTCTAAAACAGTTAACCAACAGGCCTTCTTTTA 
GTACTTACCGCTTGTTT^AAGCTTACCTGAGATTTTGTCAATTGGTTGTCCGGAAGAAAAT 

TGCTAGTGAAATGGAAATGCATCACAACGACATGTTTATATTCGGCATGGATAACACCAT 
ACGATCACTTTACCTTTACGTAGTGTTGCTGTACAAATATAAGCCGTACCTATTGTGGTA 

GCTCTCTAATATCCCATACTATGAAAAACATGGATATGGGGTGGAGGAATTTAATGAAAC 
CGAGAGATTATAGGGTATGATACTTTTTGTACCTATACCCCACCTCCTTAAATTACTTTG 

CTTATATGATGAATGGGTTAACAAGGGCGACGCACCGGCATTGCCAGAGACTCTTAAAAA 
GAATATACTACTTACCCAATTGTTCCCGCTGCGTGGCCGTAACGGTCTCTGAGAATTTTT 

TTACAACAAGCTGATGTCCCTTGGCTTCAAGATGGTATTCTTGTCAGGAAGGTACCTTGA 
AATGTTGTTCGACTACAGGG7VACCGAAGTTCTACCATAAGAACAGTCCTTCCATGGAACT 

CAAAATGGCCGTAACAGAAGCAAACCTAATGAAGGCTGGCTTCCACACATGGGAGCAGTT 
GTTTTACCGGCATTGTCTTCGTTTGGATTACTTCCGACCGAAGGTGTGTACCCTCGTCAA 

AATTCTCAAGGATCCACATCTTATGACTCCAAATGCACTTTCATACAAATCAGC7LATGAG 
TTJVAGAGTTCCTAGGTGTAGAATACTGAGGTTTACGTGAAAGTATGTTTAGTCGTTACTC 

AGAGAATATGTTGAGGGAGGGATACAGAATTGTTGGAATGATTGGTGATCAATGGAGCGA - 
TCTCTTATACAACTCCGTCCCTATGTCTTAACAACCTTACTAACCACTAGTTACCTCGCT 

TCTGCTTGGAGACCACATGGGCGAATCTAGAACCTTTAAGCTTCCTAATCCCATGTACTA 
AGACGAACCTCTGGTGTACCCGCTTAGATCTTGGAAATTCGAAGGATTAGGGTACATGAT 

CATGGAGGCGGCCGC 675 
GTACCTCCGCCGGCG 
Wot I 


Figure 5 

Colony lift assay to detect protein-protein interactions 



colonies on master filter 
VSPcc-coated filter 
SB + amp + EPTG 


Layer antigen (VSPa)-coated filter and 
colony lift filter on SB-IPTG-plate 



express VSP(3 mutants at 30°C 


master filter of colonies 
containing VSP(3 mutants 
cloned into phagemid vecto 


Correctly-folded VSPp variants diffuse through 
the master filter and bind to the VSPcc-coated filter 


wash filter 


VSPcc-coated filter is incubated with 
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